INTRODUCTION
Numerous flowering plant classification systems have provided linear taxonomic sequences based on phylogenetic data and the APG system (APG, 1998; APG II, 2003; APG III, 2009) , as summarised in several recent publications (Haston & al., 2007 (Haston & al., , 2009 Christenhusz & al., 2011; Lewis & al., 2013; Wearn & al., 2013) . Adopting a phylogeny-driven linear sequence in herbaria and books has been reported to be more advantageous than an alphabetical arrangement (Funk, 2003) . However, the fitting of complex taxonomic relationships into a linear system, particularly those derived from phylogenetic trees, is challenging and inevitably involves a loss of information (Haston & al., 2007 (Haston & al., , 2009 ; Lewis & al., 2013; Wearn & al., 2013) . The resulting linear sequence is dependent on the methodology used and needs to be understood in the context of a phylogenetic tree (Haston & al., 2009) . In some cases, the choice of methodology has proved controversial. For example, the linear sequence proposed in Haston & al. (2007) was questioned by Hawthorne & Hughes (2008) . Their main criticism was that Haston & al.'s (2007) sequence was "incompletely optimized for incompletely specified criteria". Hawthorne & Hughes's (2008) suggestionif a standard sequence is to be adopted -was to conserve desirable existing morphology-based sequences without contradicting phylogenetic tree topology. But ultimately their optimal solution would involve the development of tree projection software to produce optimum projections. Unfortunately, Hawthorne & Hughes (2008) do not suggest a clear standardised methodology to generate a linear sequence and thus we have adopted a methodology similar to that of Haston & al. (2007) .
Monocots (or monocotyledons) currently comprise 77 families, which together contain ca. 74,500 species in 2705 genera (Pridgeon & al., 1999 (Pridgeon & al., , 2001 (Pridgeon & al., , 2003 (Pridgeon & al., , 2005 (Pridgeon & al., , 2009 (Pridgeon & al., , 2014 Clayton & al., 2006-; eMonocot, 2014) . They represent 20% of flowering plants (eMonocot, 2014) and have great economic importance, accounting for 84% of the 10 major plant foods in global human consumption (FAO, 2010) . Monocot phylogenetic relationships have been the focus of significant research in the last couple of decades, encouraged by six international conferences since 1993. The need for a new linear sequence for monocots arose in the context of the re-organisation of the Herbarium at the Royal Botanic Gardens, Kew. This offered the opportunity to update the physical arrangement of the monocot collection from a mix of classification systems based mainly on morphological evidence (i.e., Bentham & Hooker, 1862 -1883 Moore, 1973; Dahlgren & al., 1985; Uhl & Dransfield, 1987) to a system that more accurately represents the phylogenetic relationships within and between the monocot families. This paper presents a phylogeny-driven linear generic structure for the monocots (excluding Orchidaceae and Poaceae) comprising all genera accepted up to August 2013. It is hoped that this list will be a useful tool for herbarium curators to re-arrange their monocot genera.
All accepted generic names and species numbers were taken from the "World checklist of selected plant families" (WCSP, 2014) and eMonocot (2014) . The methodology used to obtain the linear sequence is similar to the one used in Haston & al. (2007) and Lewis & al. (2013) . We used the most up-to-date phylogenies published at the time for each of the families (Table 1) . Within each family, nodes were rotated such that clades with fewer genera were placed before clades with a greater number of genera. For sister clades that have an equal number of genera, the clade with fewer species was placed first. In many cases, intergeneric relationships of particular clades were unclear due to polytomies, paraphyly and polyphyly; genera in such clades were arranged by increasing number of species (except in the case of the palms (Arecaceae) where they were ordered alphabetically to be consistent with the widely used phylogenetic classification of Dransfield & al., 2008) . At terminal nodes, genera with fewer species where placed before genera with a greater number of species. Sister genera with the same number of species were arranged alphabetically. As indicated in Haston & al. (2007) , the placement of smaller clades/ genera first prevents smaller genera in a clade being widely separated and minimises the number of nodes separating genera adjacent in the sequence. The position of unsampled genera was determined using relevant literature (Table 1) on the basis of morphological characters. These genera were placed either before their reported closest relative if they had fewer species, or after it if they had more.
We present here the linear sequence for 75 monocot families containing 1225 genera (Table 2 ). Orchidaceae and Poaceae are not included because linear sequences for these families are in preparation elsewhere. Table 3 is an alphabetical list of the monocot genera presented in Table 2 . Note there is no family 41 in the sequence (Tables 2 and 3 ) -this is due to the sinking of previously recognised Ruppiaceae into Cymodoceaceae according to the latest Alismatid phylogeny (Les & Tippery, 2013) . For practical reasons we recommend the use of both the familial and subfamilial classification on the cabinet labels for families that have been extensively re-circumscribed such as Xanthorrhoeaceae, Amaryllidaceae and Asparagaceae. Together with a cross-referenced index this will allow a speedier location of the desired taxon. Table 4 provides the subfamilies and the corresponding generic numbers allocated in the new monocot linear sequence. We have attempted to account for all validly published generic names, but acknowledge that some may have been overlooked. We welcome feedback regarding errors or omissions in order that the linear sequence can be improved in the future.
There are still areas of considerable uncertainty across the monocots due to both lack of resolution in some phylogenies and the large number of genera still remaining unsampled; thus we expect changes in the linear sequence will be needed as more phylogenetic data become available. Areas of controversy in most need of attention are: the interfamilial relationships of Dioscoreales; the intergeneric relationships of Amaryllidaceae, Asparageaceae, Bromeliaceae, Commelinaceae, Cyclanth aceae, Cyperaceae, Eriocaulaceae, Pontederiaceae, Potamogetonaceae, Iridaceae, Juncaceae, Zingiberaceae; the position of Corsiaceae and Dasypogonaceae; and the position and status of the genus Maundia F.Muell. Jansen & Bremer, 2004 Alismatales Araceae 30 Mansion & al., 2008; Cusimano & al., 2010 Cusimano & al., , 2011 Linz & al., 2010; Boyce & Croat, 2012; Gonçalves, 2012; Nauheimer & al., 2012; Nauheimer & Boyce, 2013; Yeng & al., 2013; Low & al., 2014 Tofieldiaceae 31 Azuma & Tobe, 2011 Alismataceae 32 Les & al., 1997; Lehtonen & Myllys, 2008; Les & Tippery, 2013 
Dieffenbachia Schott 61

Mangonia Schott 62
Incarum E.G.Gonç. 63
Spathantheum Schott 64
Gorgonidium Schott 65
Montrichardia Crueg. 66
Philonotion Schott 67 Table 2 . Numbered linear sequence of monocot genera (excluding Orchidaceae and Poaceae) arranged by family. Family sequence number from Haston & al. (2009) and Wearn & al. (2013) . Bromeliaceae 92 Smith & Till, 1998; Givnish & al., 2006 Givnish & al., , 2011 Horres & al., 2007; Schulte & al., 2009; Louzada & Versieux, 2010; Sass & Specht, 2010 TAXON -27 May 2015 This is a preliminary version that will no longer be available online once replaced by the final version. This is a preliminary version that will no longer be available online once replaced by the final version. This is a preliminary version that will no longer be available online once replaced by the final version. This is a preliminary version that will no longer be available online once replaced by the final version. Haston & al. (2009) and Wearn & al. (2013) . TAXON -27 May 2015: 30 pp.
Blandfordiaceae, 1 genus
This is a preliminary version that will no longer be available online once replaced by the final version. This is a preliminary version that will no longer be available online once replaced by the final version. Geissorhiza Ker Gawl. 28
Melanthiaceae, 16 genera
Gelasine Herb. 64
Gladiolus Tourn. ex L. 10
Herbertia Sweet 57
Hesperantha Ker Gawl. 27
Hesperoxiphion Baker 63 This is a preliminary version that will no longer be available online once replaced by the final version. This is a preliminary version that will no longer be available online once replaced by the final version. 
